5,762,939
31

-continued

32

Glu Val Asa Val Thr Gly Val 1le Pro Leuw Thr Thr
35 40

Ser His Xaa Xaa Asn Leu Lys Gly Thr Lys Thr Arg
50 55 60

Pro Asn Cys Leuw Asan Cys Thr Asp Leu Asp Val Ala
65 70 75

Mct Cys Val Gly Thr Thr Pro Ser Ala Lys Ala Ser
Vval Arg Pro Val Thr Ser Gly Cys Pbhe Pro Xaa Xaa
100 105

Gles Val Pro Xaa Leu Leu Arg Gly Xaa
120

th 0g

130 135

{ 2 ) INFORMATION FOR SEQ ID NC:12:

( 1 ) SEQUENCE CHARACTERISTICS:
( A ) LENGTH: 38 basc pairs
( B ) TYPE: mcleic acid
{ C ) STRANDEDNESS: single
( D ) TOPOLOGY: lincar

( z i ) SBQUENCE DESCRIPTION: SEQ ID NO:12:

GGGGGTACCC CCGGGGACTT TCCAGGAAAT GACAACAG

( 2 ) INFORMATION FOR SEQ ID NO:13:

( i ) SEQUENCE CHARACTERISTICS:
{ A ) LENGTH: 44 base pairs
( B ) TYPE: mucleic acid
{ C ) STRANDEDNESS: single
( D ) TOPOLOGY: lincar

( = 1 ) SEQUENCE DESCRIPTION: SEQ ID NO:13:

CCCGGTACCG AATCATCCTA GAAACAAGGG TGTTTTTAAT TAAT

{ 2 ) INFORMATION FOR SEQ ID NO:14:

( i ) SEQUENCE CHARACTERISTICS:
{ A ) LENGTH: 47 base pairs
{ B ) TYPE: mucleic acid
{ C ) STRANDEDNESS: single
{ D ) TOPOLOGY: lincar

( x i ) SEQUENCE DESCRIPTION: SEQ ID NO:14:

GOGGAATTCG GTACCCCCGO GAAGGCAATA ATTGTACTAC TCATGGT

{ 2 ) INFORMATION FOR SEQ ID NO:15:

( i ) SEQUENCE CHARACTERISTICS:
( A ) LENGTH: 36 base pairs
( B ) TYPE: micleic acid
( € ) STRANDEDNESS: single
{ D ) TOPOLOGY: lincar

{ x i ) SEQUENCE DESCRIFTION: SEQ ID NO:15:

GGTACCCCCG GGGATCGAAT CTGCACTGGG ATAACA

¢ 2 ) INFORMATION FOR SEQ ID NO:16:

( i ) SEQUENCE CHARACTERISTICS:
( A ) LENGTH: 50 base pairs
( B ) TYPE: nucleic acid
( C ) STRANDEDNESS: single
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